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Github: for software, documentation & bug reporting: https://github.com/Circuitscape 

Google group: this has been quiet for a while without Brad, but it’s an option for users to share ideas and ask questions about preparing input datasets, interpretation, etc.  If you are an experienced Circuitscape modeler user, please consider helping others.  Bug reports and technical questions on how to run the software should go on GitHub “Issues” pages for Circuitscape or Omniscape, not here.  https://groups.google.com/g/circuitscape 
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